No 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29
1 101 DC-5 5265| 4922 4943 5034| 4966| 4938 4863 4920| 4884| 5004 4948
102 CToA 4438| 4362
1 103 GDB 5500 5456| 5281 5259 5208 5075
1 104 APL 4877| 4802| 4860 5000 4770 4933| 4848 4705 47.44| 4780|  4830[47.94 MC
1 105 DC2 4853 P1| 4938] 4838 4828 4750 4868 4750
106 5250 5103|5175 MC| 5193 5024| 5130 5019 5172 5016|5231 MC| 4982 5178 5427] 56.64
107 5694| 5890 5519 5622 5696| 5515 59.72| 10153 5519 59.22[ 10050 5563| 5591 5599|59.14 MC| 5578
1 108 coLT 56.02| 5556| 5653| 5408 5421| 5289 5461 5481 5501 5356 54.19
1 109 TA-CV2 5412 56.84|5333P1| 5150 5152 5008 5328] 5026 51.03 P1
1 110 CT-9A 4926 4806| 4847 4870 5201 5291  4925|  49.04
1 111 E-EK9 4847  4714| 4726| 4621 4734|4634
1 112 CP9A 4765 4537 4490
1 113 4852| 4883|4781 P1| 4828 4822| 4757 4899 5537 5144|5066 P1| 4890 4952 49.84| 4831 4847 4857
1 114 GH-CTO9A 4566  4388| 4441
115 BMW 5463| 5454 5572 5378 5224 5299 5568| 5360 5401 5381 5528 109.27[0431MC| 5391 5363 5353 5278 5367 5379 5292 s456| 5030 5135 5271 5318 5444 5235 523 5397
1 116 5000| 4772 4641 4662| 4625 4459
117 GH-CT9A 45.23 53.35 50.87 44,02 43.47
118 GH-CTO9A 4657 4697 4604 4592| 4599 4520
1 119 CcA4A 5678 5631 5524 5466 5412 5672 5322| 5401 5401 5488 5590| 5440 5294 5525
1 120 E-DC2 4884  4753| 4700P1| 4781 5099| 4728 49.82| 4788  46.49
1 121 CToA 4837|  4306| 4288| 4327 4258
1 122 4750 4713 4730 4651 4709 4659
1 123 DE3A 5055| 4940 P1|  49.96| 49.74| 5133 4934| 4991 4833] 5116 4913
1 124 4697|  47.12| 4712P1| 4706 4659
1 125 E-DC2 4533  4584| 4534 4511| 4613 P1| 4562
1 126 46.78| 4756 46.22| 4555
No 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29
1 101 DC-5 5565 5458 5429 5298 5245| 5416 5293] 5440 5406 5427 5234
1 103 GDB 101.22| 5575| 5646 5551| 5675 57.14| 5724] 5673 57.16] 5569
1 104 AP1 50.14| 5203 5140 5197 5215 5093 5206 5219 5170 4889 5105 5077 51.92[54.56 MC
1 105 DC2 53.19(53.03 P1| 5267| 5155 5266| 5188 5265| 5438 5191
1 108 coLT 5857 59.95| 5991 1.0213| 59.09| 57.94|59.84P1| 5862 5768 5752 57.92] 5796 5843 5756
1 109 TA-CV 10556/ 1.0000| 5725 57.03] 5719 5495 5644| 5606 5538] 5475 53.99| 57.56
1 110 CT-9A 5458 53.94 R R R R R R R R R R R R R R R R R R R
1 111 E-EK9 50.21 P1| 50.69] 51.00] 5045  49.34|50.69 P1
1 112 CP9A 5047 4875 4672 4861
1 113 56.07| 5513 5209| 5490 51.98] 5438 5306 5405 5438 5274 5127 5349| 5692 5370 5265 57.31| 5470 5214 5400 5252 5249] 5238 5380 5322 5275
1 114 GH-CT| 4737 4816 4770| 4770 4656
1 116 5497 4934 5001] 5015 5050| 4997 4891 5558
1 119 CA4A 58.84| 5859 5827| 5994 5982| 5692 5847| 10229 5947 5844 56.69
1 120 E-DC2 5143 5066 5572| 57.66/53.00 P1|5341 P1
1 121 CT9A 5344 4639 4593| 4625 4734
1 122 5033 5063 51.36| 50.06] 5157| 5067 49.44
1 123 DE3A 5341 5227|5550 P1| 5356 5349| 5287 5366] 5225 5388 5292 5350 5318
1 124 51.85 MC|  51.03 MC| 5125 5093 51.01] 5069 50.95
1 125 E-DC2 4936 4956 4974| 4911 49.08| 49.06
1 126 50.86 P1| 5097| 5262 4957
127 E-GA2 5272 5137 5416 5252 5362| 5344 5066 5056 5274 5177 5091 R R| 5035 5152 5150 51.92| 5184 5123 5054| 5327 5243] 4965 49.36] 5116
128 4865 4925  48.71|47.65 P1|50.65 P1| 4856
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